Title: Spoligotyping results of M.tuberculosis strains isolated from individuals with PTB symptoms who attended HWSs and M.tuberculosis

isolates accessed at regional public health research laboratory center, Bahir Dar, Ethiopia.

Summary Table (a): Spoligo-patterns, and M.tuberculosis lineages/sublineages among isolates from individuals with symptoms of PTB

attending HWSs in the Amhara region, Ethiopia, 2019-2020 (n = 122).

RUN Major Major

Spoligotypes description Octal code SIT | SpolDB4/SITVIT, Spotclust Lineages by | Lineage
S. Sample | Isolation | Country (Binary format) No Lineage/clades (TB- CBN (TB-
No 1D zone Insight) Insight)
1 NW62 NW ETH EEEOD00OROROEOEOROROEOR00000000000008000R080 702525240001050 NA - CAS family EAI L3
2 NW63 NW ETH EEECCOCEEEEENEENENEEEERC0000000000CEN0CNEEEN 703777740003171 25 CAS1-Delhi - EAI L3
3 NW75 NwW ETH EEEOO0CEEEEECEEEEEEEEEO00000000000EE00EEEEE 703737740003171 | 1198 CAS1-Delhi - EAI L3
4 NW76 NwW ETH EEECOOCEEENEECENENEEEEEEOO0000000000CERCONEEEN 703737740003171 | 1198 CAS1-Delhi - EAI L3
5 NW77 NW ETH EEECO0ONEEENCEEEEEEEENO00000000000OEE0CEEEEE 703737740003171 1198 CAS1-Delhi - EAI L3
6 NW78 NW ETH EEEOD0OEEEEECEEEEEEEEEO0000000000CEECOEEEEE 703737740003171 | 1198 CAS1-Delhi - EAI L3
7 NW79 NW ETH EEEEEEEEEENEEEEEEEEEEEEEEEEEEEERCOCOCNNEEEEN 777777777760771 53 T1 - EA L4
8 Nw80 NW ETH EEEEEEEEEEEEEE EEEEEEEEEEEEEEE R0 I NN 777767777760771 118 T2 - EA L4
9 NW81 NW ETH (T O E LT PO AT T ] ] [mmimiul [ [ Il ]]] 777777777760731 52 T2 - EA L4
10 NW82 NW ETH EEEEEEEEEEEEEEEEEE NN EEEEEEC OO 777777777760771 53 T1 - EA L4
11 NW83 NW ETH (T O E LT PO AT T ] ] [mmimiul [ [ Il ]]] 777777777760731 52 T2 - EA L4
12 Nw84 NW ETH EEEEEEEEEENEEECEEEEEEEEEEEEEEEERCCOCNENCNEN 777767777760731 117 T1 - EA L4
13 NW85 NW ETH EEEEEEEEEEEEEEEEEE NN NN OOONEEO NN 777777777760731 52 T2 - EA L4
14 NW87 NW ETH (TP CT L TC LT TP T (T ] [wmimiul [ [ Iul]]] 777777777760731 52 T2 - EA L4
L NW88 NW ETH
16 NW89 NW ETH EERO000EECEEEEEEERRCO00000000000000NEEEEEEE 703377400001771 21 CAS1-Kili - EAI L3
17 NW90 NW ETH (T [ (nmmal T T {T 1] ] [ufmiulsl{]]]][al] 777777607760761 | 1074 LAM9 - EA L4
18 NwW91 NW ETH ENEEEEEEEO00000000CEEEEEEEEEEEER000 I EEEEEE 777000377760771 149 T3-ETH - EA L4
19 NW94 NW ETH




20 NW99 NW ETH EEEOO0OEEONEEEEEERO000000000000000CEEEEEEE 703357400001771 NA - CAS family EAI L3
21 | NwW102 NW ETH ERROD0OEECEERONEENENEEO0000000000CAEEEEEEEE 703357740003771 NA - CAS family EAI L3
22 | NW107 NW ETH EEEOD00EECEENEEENEEEEC0000000000CEENEEEEEE 703357740003771 NA - CAS family EAI L3
23 SW02 SwW ETH EREDO0OEEONEEERERERO00000000000000CEEEEEEE 703377400001771 21 CAS1-Kili - EAI L3
24 SW23 SW ETH EEEOO0CEEEEEEEEEEEEEEEO0000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
25 SW30 SW ETH

26 SW43 SwW ETH EEEEEEEEROO0000000CEEEEEEEEEEEEROC0OSEEEEEE 777000377760771 149 T3-ETH - EA L4
27 SW49 SwW ETH ENEEEEEEEEEEEENEEE NN RO OOR0000NEEOEEE 777777777420731 817 H4 - EA L4
28 SW61 SW ETH EEEEEENEEEEEEEEEEEEEEEEEEEEEEEERO000EENNEN 777777777760731 52 T2 - EA L4
29 SW62 SW ETH EEEEEENEEEEEEEEEEEEEEEEEEEEEEEERO000EENNEN 777777777760731 52 T2 - EA L4
30 SW63 SwW ETH EEEEEEEEEEEEEEEEEEEEEE NN NN OOOEEEO NN 777777777760731 52 T2 - EA L4
31 SW64 SwW ETH EEEEEEEEEEEEEEEEEEEEEE NN NN OOOEEEO NN 777777777760731 52 T2 - EA L4
32 SW65 SW ETH N EEEEEEEEEESEEEEEEEEEEEEEEEEEEOO0O I NN 677777777760771 196 T1 - EA L4
33 SWe67 SW ETH EEEOO0CEEEEEEEEEEEEEEEO00000000000EE00EEEEE 703777740003171 25 CAS1-Delhi - EAI L3
34 SW69 SW ETH ERRO000EECEEROERERR0000000000000000SEEEEEEE 703357400001771 NA - CAS family EAI L3
35 SW70 SW ETH EEEO00CEEEEEEEEEENEEEEO0000000000CEECOEEEEE 703777740003171 25 CAS1-Delhi - EAI L3
36 SW73 SW ETH EEEEEEEECEEECESESEEEEEEEEEEEEEEO OIS 776717777760771 NA - T1 family EA L4
37 SW80 SW ETH EEEOO0CEEEEECEEEEEEEEEO00000000000EE00EEEEE 703737740003171 | 1198 CAS1-Delhi - EAI L3
38 SW84 SW ETH EEROO0ONEEEEEEEEEEEEEROOD000000000EEOONEEEE 703777740003171 25 CAS1-Delhi - EAI L3
39 SW86 SW ETH EEECO000EECEEEEEEEREOD00000000000000EEEEEEEE 703377400001771 21 CAS1-Kili - EAI L3
40 SW9a0 SW ETH (T [ [nmmal [T ] ][] [ufmulsl{]]]]al] 777777607760761 | 1074 LAM9 - EA L4
41 SW91 SW ETH EEECOOOERONEEEEERERCO000000000000CCNENEEEEN 703377400001771 21 CAS1-Kili - EAI L3
42 SWo4 SwW ETH ENEEEEEEEOO0000000CNEEEEENEEEEERC000 I EEEEEE 777000377760771 149 T3-ETH - EA L4
43 SW97 SW ETH EEEEEEEEEOO0000000OEEEEEEEEEEEEROC00 I EEEEEE 777000377760771 149 T3-ETH - EA L4
44 | SW100 SW ETH EEEO00OEECEEEEEEEREO000000000000000EEEEEEEE 703377400001771 21 CAS1-Kili - EAI L3
45 NS13 NS ETH EEECO0CEENEEEEENENEEENO0000000000CEE SN EEEE 703777740003771 26 CAS1-Delhi - EAI L3
46 NS14 NS ETH EEECO0CEENEEEEENENEEENO0000000000CEE SN EEEE 703777740003771 26 CAS1-Delhi - EAI L3
a7 NS15 NS ETH EEECO0CNEEEEEEEEEEEEEN 0000000000 SEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
48 NS16 NS ETH EEEOO0CEEEEEEENEENEEEEOO000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3




49 NS17 NS ETH EEEOO0CEEEEEEEEEEEEEEEO0000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
50 NS18 NS ETH EEROO0CEEEEEEENEENENEEOO000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
51 NS19 NS ETH EEECOD0CEEEEEEEEEENEEEEO0000000000C A EEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
52 NS20 NS ETH EEEDO0CEEEEEEEEENEEEEEO0000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
53 NS21 NS ETH EEEOO0CEEEEEEEEEEEEEEEO0000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
54 NS22 NS ETH EEEOO0CEEEEEEEEEEEEEEEO0000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
55 NS23 NS ETH (TITTT T Il ([ (nmminl TT T 1] (minmnl TTTT]]] 777777607760771 42 LAMO9 - EA L4
56 NS24 NS ETH (T [ [nmml [T ] ]]] uimusl{]]]]]sl 777777607760770 | 1933 LAM9 - EA L4
57 NS25 NS ETH EEEEEEEEEENEEEEEEEEECCOCNEEEENEROCOCINEENEN 777777607760771 42 LAM9 - EA L4
58 NS27 NS ETH

59 NS33 NS ETH EERO00 SN EEERO00000000000eE00EEEE 703777740003171 25 CAS1-Delhi - EAI L3
60 NS39 NS ETH EERO00 SN EEERO00000000000eE00EEEE 703777740003171 25 CAS1-Delhi - EAI L3
61 NS44 NS ETH EEECO0ONEEENCEEEEEEEENO00000000000OEE0CEEEEE 703737740003171 1198 CAS1-Delhi - EAI L3
62 NS46 NS ETH (T LTI PP T T ] ] mmmiwl {]]L]]] 777777377760771 40 T4 - EA L4
63 NS48 NS ETH EEEEEEEEEO000000000EEEEEEEEEEEERO00 IS EEEE 777000377760771 149 T3-ETH - EA L4
64 NS49 NS ETH EEEEEEEEROC0C0000CCEEEEEEEENENEERCOCOCINEENEN 777000377760771 149 T3-ETH - EA L4
65 NS50 NS ETH EEEEEEREROO00000000NEEEEEEEEEEEROD0DEEEEEEE 777000377760771 149 T3-ETH - EA L4
66 NS54 NS ETH EEEEEENEEEEEEEEEEE NN OO0 777777777720771 50 H3 - EA L4
67 NS58 NS ETH EEEEEEEEEOO00000000EEEEEEEEEEEERC 00 I EEEEEE 777000377760771 149 T3-ETH - EA L4
68 NS60 NS ETH

69 NS63 NS ETH EEECO000EECEEEEEEEREOD00000000000000EEEEEEEE 703377400001771 21 CAS1-Kili EAI L3
70 NS64 NS ETH EORCOOCEEEEEEECENEENEENEO0000000000CEROCNEEEN 503767740003171 NA - CAS family EAI L3
71 NS65 NS ETH 000000000000000000000000000000000CANENEEEEN 000000000003771 1 Beijing - EA* L2
72 NS69 NS ETH EEEEEEEEEEEEEEEEEE NN EEEEEEC OO 777777777760771 53 T1 - EA L4
73 NS70 NS ETH EEEEEEEEEEEEEENEEE NN EEEEERO OO 777777777760771 53 T1 - EA L4
74 NS72 NS ETH EEEEEEEEEEEEEEEEEEEOO000NCONEEER0C00CIEENENE 777777404760771 41 LAM7_TUR - EA L4
75 NS73 NS ETH EEEEEEEERCOO00000000CEEEEEEEEEEEENC OO N NEEEEE 777000377760771 149 T3-ETH - EA L4
76 NS74 NS ETH EEECO0ONEEEECEEEEEEEENO00000000000NE0CEEEEE 703737740003171 1198 CAS1-Delhi - EAI L3
77 NS75 NS ETH EEEOO0CEEEEEEENEENEEEEOO000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3




78 SGO01 SG ETH EEEEEEEEEO000000000EEEEEEEEEEEEEC0000 IS EEEE 777000377760771 149 T3-ETH - EA L4
79 SG02 SG ETH ERRO0000000000000000000008000CAEEEEEEEEEEEEE 700000004177771 | 1729 U - MA** L5/6
80 SGO03 SG ETH EREO00000000000000000000R00COSEEEEEEEEEEEEE 700000004177771 | 1729 U - MA** L5/6
81 SG16 SG ETH EEEEEEEEROO0000000CEEEEEEEEEEEEROC0OSEEEEEE 777000377760771 149 T3-ETH - EA L4
82 SG35 SG ETH EEEEEEEEEO000000000EEEEEEEEEEEEEC0000 IS EEEE 777000377760771 149 T3-ETH - EA L4
83 SG36 SG ETH EEEEEEEEEEEEEEEEEEEEEEEEEEEEEEENOO00I SN 777777777760771 53 T1 - EA L4
84 SG37 SG ETH EEEEEEEEEEEE S EEEEEEEEEEEEEEEEERO OO 777737777760771 37 T3 - EA L4
85 SG61 SG ETH EEEOO0CEEEEEEEEENEEEEEOO0000000000EM00NEEEE 703777740003171 25 CAS1-Delhi - EAI L3
86 SG62 SG ETH EERO00 SN EEERO00000000000eE00EEEE 703777740003171 25 CAS1-Delhi - EAI L3
87 SG64 SG ETH EEEEEEEENENEEEEEEEEEEEEEEEEEEROROCO0OERCONER 777777777720631 134 H3 - EA L4
88 SG83 SG ETH

89 SG87 SG ETH EEEEEEEECEEECEEEEEEEEEEEEEEEEEEECOOCNENEEEE 776737777760771 NA - T1 family EA L4
90 SG88 SG ETH (T I P IPTT O ITITI{] [(mimimiml TTTT T T 776737777760771 NA - T1 family EA L4
91 SG89 SG ETH EEEEEEEECEEECEEEEEEEEEEEEE NN OO AN 776737777760771 NA - T1 family EA L4
92 SG92 SG ETH (T LTI T T T I I 1] [ul [m[nimin] ] [uf=] ] ] 777777777720631 134 H3 - EA L4
93 SG93 SG ETH (T O E LT C PO AT T T [u] [wmiulu] | [wful ] 1] 777777777720631 134 H3 - EA L4
94 SG9%4 SG ETH EEECCOOCEEENENEENEENEENEERCO0000000000CEEENEEEEN 703777740003771 26 CAS1-Delhi - EAI L3
95 SG95 SG ETH EEROO0 NN ERO00000000000eE00EEEE 703777740003171 25 CAS1-Delhi - EAI L3
96 SG96 SG ETH EEEOO0CEEEEEEEEEEEEEEEO0000000000CEECOEEEEE 703777740003171 25 CAS1-Delhi - EAI L3
97 SG97 SG ETH EEEEEEEEEOO00000000EEEEEEEEEEEERC 00 I EEEEEE 777000377760771 149 T3-ETH - EA L4
98 SG98 SG ETH EEEEEEEEEOO00000000EEEEEEEEEEEERC 00 I EEEEEE 777000377760771 149 T3-ETH - EA L4
99 SG99 SG ETH EEEEEEEERCO00000000EEEEEEEEEEEERO00 e 777000377760771 149 T3-ETH - EA L4
100 | SG100 SG ETH EEEEEEEEEO000000000EEEEEEEEEEE N0 IS EEEE 777000377760771 149 T3-ETH - EA L4
101 | SG101 SG ETH EEEEEEEEEEEEEEEEECEEEEEEEEEEEEEROO00RE0000 777776777760601 137 X2 - EA L4
102 | SG102 SG ETH EEEEEEEEEEEEEEEENCEEEEEEEEEEERERCCO0ORRCO000N 777776777760601 137 X2 - EA L4
103 | SG103 SG ETH EEEEEEEEEENEEEEEEEEEEEEEEEEEEEENCOCOCENNE NN 777777777T60771 53 T1 - EA L4
104 | SG104 SG ETH EEEEEEEEEEEEEEEEEEEEEEEEEEEEEEERCCOCENEEEEN 777777777760771 53 T1 - EA L4
105 | SG105 SG ETH EEEEEEEEEEEEEENEEE NN EEEEERO OO 777777777760771 53 T1 - EA L4
106 CG02 CG ETH EEEEEEEEEEEN SNSRI 777737777760771 37 T3 - EA L4




107 | CG21 CG ETH EEEOO0CEEEEEEEEEEEEEEEO00000000000EE00EEEENE 703777740003171 25 CAS1-Delhi - EAI L3
108 AZ21 AZ ETH ERROD0ONECEEEENEERRO000000000000000EEEEEEEE 703377400001771 21 CAS1-Kili - EAI L3
109 AZ22 AZ ETH EEECOD0CEEEEEEEEEENEEEEO0000000000C A EEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
110 | WG23 WG ETH (Wl TTTTTTTOIn T O PTI I T I  (nl (mimimiul T TTT 1] 577767777720771 NA - H3 Family EA L4
111 | WG28 WG ETH EEEOO0CEEEEEEEEEEEEEEEO0000000000CEEEEEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
112 | WG31 WG ETH EEEEEEEEEEEEESEEEEEEEEENEEEEEE NN S NN 777777777763771 54 MANU2 - EA L4
113 | WG35 WG ETH EEEEEEEEROO0000000CEEEEEEEEEEEEROC0OSEEEEEE 777000377760771 149 T3-ETH - EA L4
114 EGO08 EG ETH EEEOD0CEEEEEEEEEENEEEEO0000000000CEECOEEEEE 703777740003171 25 CAS1-Delhi - EAI L3
115 EG16 EG ETH EEEEEEEENENEEEEEEEEEEEEEEEEEEROROCO0OERCONER 777777777720631 134 H3 - EA L4
116 EG20 EG ETH EEEEEEEECENECENSEEEEEEEEEEEEENERCOCOCENEENEN 776737777760771 NA - T1 family EA L4
117 EG24 EG ETH EEEOD0CEEEEEEEEEEEEEEEO0000000000C AN EEEEEE 703777740003771 26 CAS1-Delhi - EAI L3
118 | WH17 WH ETH EEEEEEEEEEEEEEEEEEEEEEEEEEEEEEERCO00ORONOND 777777777760250 | NA - T1 family EA L4
119 | WH21 WH ETH (T E LT PO AT T T )] [mmimiul [ ]Il ]]] 777777777760731 52 T2 - EA L4
120 | WH27 WH ETH EEEEEENEEEEEEEEEEEEEEEEEEEEEEEERO000EENNEN 777777777760731 52 T2 - EA L4
121 | WH30 WH ETH EERO000OEECEEEEEEEEEDD00000000000000EEEEEEEE 703377400001771 21 CAS1-Kili - EAI L3
122 | WH35 WH ETH (T O E LT PO AT T ] ] [mmimiul [ [ Il ]]] 777777777760731 52 T2 - EA L4

NB: AZ: Awi zone; CAS: Central Asian; CG: Central Gondar; EA*: East Asian; EA: Euro-American; EAI: East African Indian; EG: East Gojam; ETH: Ethiopia; HWS:
Holy water sites; L: Lineage; LAM: Latin-American; MA**: Mycobacterium africanum; NA: Not assigned; NS: North Shewa; NW: North Wello; PTB: pulmonary
tuberculosis; SG: South Gondar; SIT: spoligo-international types; SW: South Wello; WG: West Gojam; WH: Wag-Hamra.



Summary Table (b-1): Frequency of M.tuberculosis spoligotypes isolated from PTB symptomatic

HWS attendees (n=116)

Lineage, families

Spoligotyping result

SIT No. n (%)
East-Asian (L2)
Beijing 1 1(0.9)
East-African-Indian (L3)
CAS Family NEW 6 (5.2)
CAS1-Delhi 25 12 (10.3)
" 26 16 (13.8)
" 1198 7 (6.0)
CAS1-Kili 21 8 (6.9)
Euro-American (L4)
H3 50 1(0.9)
" 134 4 (3.4
H3 Family NEW 1(0.9)
H4 817 1(0.9)
LAM9 42 2 (L.7)
" 1074 2 (L.7)
" 1933 1(0.9)
MANU2 54 1(0.9)
T4 40 1(0.9)
T1 53 8 (6.9)
T2 118 1(0.9)
T1 196 1(0.9)
T2 52 11(9.5)
T1 117 1(0.9)
T3 37 2 (L.7)
T1 Family NEW 6 (5.2)
T3-ETH 149 17 (14.7)
LAM7-TUR 41 1(0.9)
X2 137 2 (L.7)
M.africanum (L5/6)
U 1729 2(1.7)

SIT= spoligo international types; LAM = Latin-American; CAS =Central Asian.
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Figure (b-2): Frequency of M.tuberculosis spoligotypes isolated from PTB symptomatic HWSs

attendees (n=116)
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Drug resistance profiles of M.tuberculosis lineages/sublineage/families isolated from PTB-symptomatic HWS attendees.

Summary Table (c ): INH-Resistant (mono-hetro-multi/-) M.tuberculosis lineage/sublineages/families (n=20).

RUN Major
Spoligotypes description Octal code SIT SpolDB4/ Spotclust | Lineages | Major
S. | Sample | Isolation zone (Binary format) No SITVIT, (TB- by CBN | Lineage INHr
No 1D Lineage/clades Insight) (TB-
Insight)
1 NW91l North Wello ERRCO0ONECNEENEEEERO00000000000000CMEEEEEEE | 703377400001771 | 21 | CASIL-Kili - EAI L3 INHr
2 SW02 South Wello EEEOOOONEONENEEEEENO00000000000000CMEMMEEEE | 703377400001771 | 21 | CAS1-Kili S EAI L3 INHr
3 SW86 South Wello EEECOOONECNEEEEEENROO00000000000C0CMEEEEEEE | 703377400001771 | 21 | CASI-Kili - EAI L3 INHr
4 SW91 South Wello EERCOOCNECNEEEEEEEROO00000000000C0CMEEEEEEE | 703377400001771 | 21 | CASI-Kili = EAI L3 INHr
5 | SW100 South Wello EERO000ENCEEEEEEEERO00000000000000CEeEeEeEEEE | 703377400001771 | 21 | CAS1-Kili - EAI L3 INHr
6 Sw43 South Wello ENEEEEEEEOO0000000CEEEEEEEEEENENO00OEEEEEEE | 777000377760771 | 149 | T3-ETH - EA L4 INHr
7 SW9o4 South Wello ENEEEEEEEOO0000000CEEEEEEEEEENENO00ENEEEEE | 777000377760771 | 149 | T3-ETH - EA L4 INHr
8 SW97 South Wello EEEEEEERRCO0000000CEEEEEEEEEEEENCOOCNEEEEEE | 777000377760771 | 149 | T3-ETH S EA L4 INHr
9 SW67 South Wello EERO00 EEEEEEEEEEEEEERO00000000000eeOCeeess | 703777740003171 | 25 | CAS1-Delhi - EAI L3
10 | SW69 South Wello EEECO00NECEEEOEEEEN0000000000000000NEEEEEEE | 703357400001771 | NA | - CAS family | EAI L3 INHr
11 NS48 North Showa | EsEEEEEEEO0CC00000CCEEEEEEEEEEEEE000CSESEEEEEE | 777000377760771 | 149 | T3-ETH - EA L4 INH-HR
12 NS73 North Showa | EsEEEEEEEOOCCO000CCEEEEESESEEEEEEEOOCCSESSSEEE | 777000377760771 | 149 | T3-ETH = EA L4 INHr
13 NS63 North Showa ERROO00EEOEEEEEEERR000000000000000CeeeEeeeEs | 703377400001771 | 21 | CAS1-Kili EAI L3 INHr
14 | SG16 South Gondar | esEEEEEEECO00000000CEEEEEEEEEEEEECCOOCEEEEEEE | 777000377760771 | 149 | T3-ETH - EA L4 INHr
15 SG35 South Gondar EEEEEEEERCO0000000CEEEEEEEEEEEERCOOCNEEEEEE | 777000377760771 | 149 | T3-ETH S EA L4 INHr
16 SG97 South Gondar | eEEEEEEEEOOOC0O0000CEEEEEEEEEEEENOOCOCSSEEEEEE | 777000377760771 | 149 | T3-ETH - EA L4
17 | SG98 South Gondar | eEEEEEEEEOO0000000CEEEEEEEEEEEEECOOCESESEEEEE | 777000377760771 | 149 | T3-ETH - EA L4
18 SG99 South Gondar | EEEEEEEEEOO0C000000CEEEEEEEEEEEEEO00CEEEEEEE | 777000377760771 | 149 | T3-ETH - EA L4
19 | SG100 South Gondar | EEEEEEEEEOOO000000 EEEEEEEEEEEEECCO0CEEEEEEE | 777000377760771 | 149 | T3-ETH - EA L4
20 | WG31 West Gojjam EEEEEENEEEEEENEENEENENENENEENEENC O NENNNNNEE | 777777777763771 | 54 | MANU2 - EA L4 INHr

NB: CAS: Central Asian; EA: Euro-American; EAI: East African Indian; INH-HR: Isoniazid hetero-resistant; INH-MR: Isoniazid-mono-resistant; INHr: Isoniazid
resistant; L: Lineage; NA: Not assigned; SIT: spoligo-international types.




Summary Table (d): RIF-resistant (RR)-MDR (RR-MDR) M.tuberculosis lineage/sublineages/families (n=15)

RUN Major

Spoligotypes description Octal code SIT SpolDB4/ Spotclust | Lineages | Major | RR-MDR
S. | Sample Isolation (Binary format) No SITVIT, (TB- by CBN | Lineage
No ID zone Lineage/clades Insight) (TB-

Insight)

1 NW91l North Wello | memooooesOessssssss0000000000000000EEEEEEEE | 703377400001771 | 21 CAS1-Kili - EAI L3 RR-MDR
2 SW02 South Wello | memco0OesCEssERERERREO00000000000000CMMEEEEEE | 703377400001771 | 21 CAS1-Kili - EAI L3 RR-MDR
3 SW86 South Wello | ssmOo0ossCessssssss000000000000000CEMEEEEEE | 703377400001771 | 21 CAS1-Kili > EAI L3 RR-MDR
4 SWo1 South Wello | esmmcOOCEsCEsEsEsEREEERO000000000000000CEMESEEEEE | 703377400001771 | 21 CAS1-Kili - EAI L3 RR-MDR
5 | SW100 | South Wello | smmoooOmsCEsssssRRR00000000000000CCNEEEEEEE | 703377400001771 | 21 CAS1-Kili - EAI L3 RR-MDR
6 Sw43 South Wello | mememmEERRCOC000000CEEEEEEEEERERNOOOCRENEEEE | 777000377760771 | 149 T3-ETH - EA L4 RR-MDR
7 SW9o4 South Wello | ssmmsssssc000000000EEeEEEEEeeEERC00NEEENEN | 777000377760771 | 149 T3-ETH = EA L4 RR-MDR
8 SW97 South Wello | emmmemmEROO00000000CEEEEEEEEEEEERCOOCNEEEEEE | 777000377760771 | 149 T3-ETH = EA L4 RR-MDR
9 SW69 South Wello | mmmco0OesOEssCEssERO0000000000000000EEEEEEEE | 703357400001771 | NA - CAS family EAI L3 RR-MDR
10 NS48 North Showa | EEEEEEEEECOO0C000C0O0CEEEEEEEEEEEEECO0C0CSEEEEEE | 777000377760771 | 149 T3-ETH > EA L4 RR-MDR
11 NS73 North Showa | EEEEEEEERCOO00COCOCOEEEEEEEEEEEENCOCONSEEEEER | 777000377760771 | 149 T3-ETH - EA L4 RR-MDR
12 NS63 North Showa | EsmCOCOERCEEEEEEEERO00000000000000CEEEEEEEE | 703377400001771 | 21 CAS1-Kili EAI L3 RR-MDR
13 | SG16 | South Gondar | eEEEEEEEECO000C0C00CEEEEEEEEEEEERCO0CNENNEEN | 777000377760771 | 149 T3-ETH - EA L4 RR-MDR
14 | SG35 | South Gondar | eEEEEEERCO0000CC0CEEEEEEEEEEEERCOOCNENEEEN | 777000377760771 | 149 T3-ETH - EA L4 RR-MDR
15 | WG31 | WestGojjam | auuSESSSESSESSSSSSESEEEEEEEEENENENCONNNNNNENE | 777777777763771 | 54 MANU2 - EA L4 RR-MDR

NB: CAS: Central Asian; EA:

spoligo-international types.

Euro-American; EAI: East African Indian; L: Lineage; NA: Not assigned; RR-MDR: Rifampicn-resistant / Multidrug-resistant; SIT:




Summary Table (e ): FLQ-resistant (pre-XDR) M.tuberculosis lineage/sublineages/families (n=5).

RUN Major Pre-XDR

Spoligotypes description Octal code SIT SpolDB4/ Spotclust | Lineages | Major
S. | Sample | Isolation zone (Binary format) No SITVIT, (TB- by CBN | Lineage
No ID Lineage/clades Insight) (TB-

Insight)

1 | SWO02 South Wello EEEOO0OEEONEEEEEEERO00000000000000CEEEEEEEE | 703377400001771 | 21 CAS1-Kili = EAI L3 Pre-XDR
2 | SW86 South Wello EREDO0OEEONEEENERERO00000000000000CMEEEEEEE | 703377400001771 | 21 CAS1-Kili = EAI L3 Pre-XDR
3 | SwWal South Wello EREDOOCEEONENEENEERERO00000000000000CEEEEEEEN | 703377400001771 | 21 CAS1-Kili = EAI L3 Pre-XDR
4 | SW100 | South Wello EREOOOCEEONEEEEERERO00000000000000CEEEEEEEN | 703377400001771 | 21 CAS1-Kili = EAI L3 Pre-XDR
5 | SW69 South Wello EERO000ERCEEREEEER000000000000000CEeEeEEEE | 703357400001771 | NA CAS family | EAI L3 Pre-XDR

NB: CAS: Central Asian; EAI: East African Indian; L: Lineage; NA: Not assigned; Pre-XDR: Pre-extensively drug-resistant; SIT: spoligo-international types.

10




Summary Table (f): Drug-resistance patterns, drug resistance-conferring gene mutations associated with RIF, INH, and FLQ resistance, and

M.tuberculosis lineages/sublineages/families (n=20).

Antibiotics Resistant gene Patterns of the gene mutation (AWT/MUT) Amino-Acid (codon) change | Resistance SIT No Lineages/subfa
(# of resistant pattern milies (n)
isolates)
SIT149 T3-ETH (6)
RIF (15) rpoB ArpoBWT8/rpoBMUT3 S531L RIF-R SIT21 CAS1-Kili (5)
NA CAS Family (1)
ArpoBWT7/rpoBMUT2A H526Y RIF-R SIT149 T3-ETH (1)
ArpoBWT6/- - RIF-R SIT54 MANU2 (1)
ArpoBWT7/- - RIF-R SIT149 T3-ETH (1)
SIT149 T3-ETH (12)
INH (20) katG AkatGWT/katGMUT1 S315T1 INH-R SIT21 CAS1-Kili (5)
SIT25 CAS1-Delhi (1)
SIT54 MANU2 (1)
NA CAS Family (1)
inhA ND ND ND - -
RIF & INH | rpoB/katG/inhA | ArpoBWT8/rpoBMUT3 & AkatGWT/katGMUT1 MDR SIT149 T3-ETH (6)
(15) S531L & S315T1 SIT21 CAS1-Kili (5)
NA CAS Family (1)
ArpoBWT7/- & -/katGMUT1 S315T1 MDR SIT149 T3-ETH (1)
ArpoBWT7/rpoBMUT2A & AkatGWT/katGMUT1 H526Y & S315T1 MDR SIT149 T3-ETH (1)
ArpoBWT6/- & AkatGWT/katGMUT1 S315T1 MDR SIT54 MANU2 (1)
FLQ (5) gyrA, rpoB & AgyrAWT3/gyrAMUT3A, 4rpoBWT8/rpoBMUTS3, Asp94Ala (D/A), S531L & Pre-XDR SIT21 CAS1-Kili (4)
katG AkatGWT/katGMUT1 S315T1
AgyrAWT3/gyrAMUT3A, 4rpoBWT8/rpoBMUTS3, Asp94Ala (D/A), S531L & NA CAS Family (1)
AkatGWT/katGMUT1 S315T1
gyrB ND ND ND - -
inhA ND ND ND - -

NB: 4 deletion; FLQ: Fluoroquinolone; INH-R: Isoniazid-resistant; MDR: Multidrug-resistant; MUT: Mutant; ND: no mutation detected at both wild-type and mutant

probe; Pre-XDR: Pre-Extensively drug-resistant; RIF-R: Rifampicin-resistant; SIT: spoligotype international types; WT: Wild-type.

11




Summary Table (g): Spoligotyping results: M.tuberculosis spoligotypes, spoligo-patterns, geographical distribution of lineage/sublineages among isolates

from patients attending public health facilities across different administrative zones in the Amhara region, Ethiopia, 2019-2020 (n=23).

RUN Major
Spoligotypes description Octal code SIT SpolDB4/ Spotclust | Lineages by | Major

S. Sample | Isolation zone (Binary format) No SITVIT, (TB- CBN (TB- | Lineage
No ID Lineage/clades Insight) Insight)

1 2901 North Wello EEEEEEEEEO00000000CEEEEEEEEEEEERO00Oeeennnn | 777000377760771 | 149 T3-ETH - EA L4
2 2905 North Wello EEEEEEEEEO00000000CEEEEEEEEEEEEROO0Oeeennnn | 777000377760771 | 149 T3-ETH - EA L4
3 128 North Wello EEEEEEEEEOEEE(EEESEEEEEEEEEEEERCOCennnnnn | 777347777761771 | NA - T1 family | EA L4
4 326 North Wello EEEOO0CEEEEEEEEEEEEEERO00000000000eeeeennnn | 703777740003771 | 26 CAS1-Delhi - EAI L3
5 009 South Wello EEEEEEEEEO00000000CEEEEEEEEEEEERO00Oeeennnn | 777000377760771 | 149 T3-ETH - EA L4
6 056 South Wello EEEO000EEOEEEEEEEER000000000000000Ceeeeemnn | 703377400001771 | 21 CAS1-Kili - EAI L3
7 2946 South Wello EREO000EEOEEEEEEEER000000000000000Ceeeemmnn | 703377400001771 | 21 CAS1-Kili - EAI L3
8 2943 South Wello EEEEEEEEEO00000000CEEEEEEEEEEEERO00Oeeennnn | 777000377760771 | 149 T3-ETH - EA L4
9 137 North Showa EEEO00 EEEEEENEEEEENERO0000000000Ceeeeemnnn | 703777740003771 | 26 CAS1-Delhi - EAI L3
10 110 North Showa EEEEEEEEECO0000000CEEEEEEEEEEEERCOOOCeeennnn | 777000377760771 | 149 T3-ETH - EA L4
11 127 North Showa EEEOO0OEEONEEEEEEERO00000000000000Ceeeeenem | 703377400001771 | 21 CAS1-Kili - EAI L3
12 176 North Showa EEEEEEEEECOENECCESCEECEEEEEEEEEERCORERRCncn | 777146677763661 | NA - Family 33 | EA L4
13 385 North Showa EEEEEEEENENEEEEENCEEEEEEENENEREROCOONRO000m | 777776777760601 | 137 X2 EA L4
14 130 South Gondar EEEOO0CEEEEEEEEEEEEEERO00000000000ee0Oeeeen | 703777740003171 | 25 CAS1-Delhi EAI L4
15 438 South Gondar EEEOO0CEEENEEEEEEEEEEEO00000000000eeeeennnn | 703777740003771 | 26 CAS1-Delhi EAI L3
16 408 South Gondar EEECCOO0ONEEEEEEEEEEEENCO0000000000Ceeeeeennnm | 701777740003771 | 1551 | CAS EAI L3
17 401 South Gondar EEEEEEEEROC000000CCNEEEEEEEEERERCCOOeeennnn | 777000377760771 | 149 T3-ETH EA L4
18 371 South Gondar EEEEEENEEEEEENEEEEENENENENENEREROOOOEnennnn | 777777777760771 | 53 T1 EA L4
19 316 South Gondar EEEEEEEEEO00000000CEEEEEEEEEERERO00Oeeennnn | 777000377760771 | 149 T3-ETH EA L4
20 124 East Gojjam EEEEEENEEEEEEEEENCEEENEEENENEREROCOOERnCnnn | 777776777760731 | 336 X1 EA L4
21 365 East Gojjam EERCOOCEEEEEEEEEEEREERCO0000000CCOeemmennnn | 703777740003771 | 26 CAS1-Delhi EA L3
22 170 Wag-Hmra EERCOOCONNCEEEEEEEERCO0C000000000000CeEmeemmmm | 703377400001771 | 21 CAS1-Kili EA L3
23 136 Wag-Hmra EEEEEEEEEOC0000000CEEEEEEEEEEEEROCO0Oeeennnn | 777000377760771 | 149 T3-ETH EA L4

NB; CAS: Central Asian; EA: Euro-American; EAI: East African Indian; ETH: Ethiopia; L: Lineage; NA: Not assigned; SIT: spoligo-international type.
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